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Focused Libraries

Chemical diversity of a compound library remains an

QSAR methods can also be used to build models

important parameter for every successful drug dis-
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Hit follow-up

Compound Libraries

Hit follow-up libraries are an important part of every

Using our decades-long experience in Cheminfor-

screening project and usually starts with analogue
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• World Diversity Set

Specs has a proven track record in applying various

• Kinase Targeted Library

(Q)SAR methods to enhance hit ratios in hit follow-up

• Fragment Library

and hit-to-lead programs.
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